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Figure 1 — Gene neighborhood of the three Vibrio cholerae genes:
VC2769, VC2770, and VC2771

Figure 2 — Microscopic images of Vibrio cholerae
(http://www.bacteriainphotos.com)
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Methods

VC2770:

The computer proposed product of this gene was an ATP
synthase subunit A. This was supported by the top BLAST hits
for the amino acid sequence and by using information found
through TIGRFAM, Pfam, and PDB. ATP synthase subunit A is
responsible for allowing protons to flow through the membrane
at any of its six transmembrane helicases to produce ATP.

VC2771:

The computer proposed product of each of these genes was an
ATP synthase subunit |. This proposal was further supported by
information gathered by using TIGRFAM, Pfam, and PDB. This
helps the ATP synthase produce the required ATP.

% University at Buffalo The state University of New York

R e T I e =i T T e T e

Figure 4 — A portion of the HMM logo for VC2770. On the HMM
logo, the larger letters represent more conserved genes. Colors
correspond to different types of amino acids such as neutral and
acidic. Letters are sorted in descending order depending on their
probability of occurring at a given position in a sequence that
contains the domain.
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Figure 5 — Diagram of ATP synthase, which is composed
of many subunits. Subunits A and C consist of
transmembrane helicases which allow for the transportation
of protons to form ATP.
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significantly from the proposed gene annotation for each of the
genes in the group and as such, the genes appear to be
correctly annotated by the computer database.

Locus Tag Pipeline Annotation Proposed Annotation Changes
Product Name Proposed?

VC2769 ATP synthase FOF1 subunit C ATP synthase FOF1 subunit C No

VC2770 ATP synthase FOF1 subunit A ATP synthase FOF1 subunit A No

VC2771 ATP synthase FOF1 subunit | ATP synthase FOF1 subunit | No
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