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a hypothetical protein. Vancomycin is a strong antibiotic used as |
a last resort in the treatment of a bacterial infection. Due to this
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Blast search parameters
Live blast search RID = FE3F2X3P014
Database: COSEARCH/cdd v3.16 Low complexity filter: no Composition Based Adjustment: yes E-value threshold: 0.01 Maximum number of hits: 500

Data Source:
User Options:

gene conferring a resistance to Vancomycin, it would make it
very difficult for someone to be cured. Further research would
be needed in order to definitively call this proposal correct.

Figure 1. Clostridium botulinum
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